<vxrmll version="1.0" encoding="UTF-B8" 7>

<hgx xmilns="http:ffhistogenatics. comy'schemafhgx-1.2.6d”™ version="1.2"
aminsosd="http/fwwaw. w3 org 2001/ XMLSchema” smins:xsi="httpy/ fwww. w3.org/ 2001/ XMLSchema-instance”s
<project name=""»

<reporting-center code="" />

<sample id="sample id 1" center-code="center-code 1" receive-date="20210616">
<typing>

<interpretation date="2021102%">

<haploid locus="A" method="5BT" type="02:01:01G" /=
<haploid locus="A" method="5BT" type="33:01:01G" />
<haploid locus="8" method="58T" type="14:.02:01G" />
<haplaid locus="8" method="58T" type="15:01:01G" />
<haploid locus="C" method="58T" type="03:04:01G" />
<haploid locus="C" method="5BT" type="08:02:01G" />
<haploid locus="DRE1" method="SBT" type="01:02:01G" />
<haploid locus="DRB1" method="5BT" type="04:01:01G" />
<haploid locus="DRB4"™ method="5BT" type="01:DUX5" />
<haploid locus="D0B1" method="58T" type="03:02:01G" />
<haplaid locuws="D0B1" methad="58T" type="05:01:01G" />
<haploid locus="DPB1" method="S8T" type="04:01:01G" />
<haploid locus="DPB1" method="SB8T" type="04:01:01G" />
<haploid locus="DAA1" method="58T" type="01:01:01G" />
<haploid locuws="D0A1" method="58T" type="03:01:01G" />
<haploid locus="DPAL" method="5BT" type="01:03:01G" />
<haploid locus="DPAL" method="SBT" type="01:03:01G" />
<genotype-list db="HLADB" version="3.43.0">
=diploid-combination locus="A">

<locus-block=

<allele-list>

<allele=>02:01:01:01</allale>

<allele=02:01:01:02L</Alele=

calleles.........ccvveeeeaeee <fallelg>
<alleles..........cocer . <falllele>
<allefe=01:43</allele>
<allele>01:45</allele=
<fallele-list=

<flocus-lock>
<diploid-combination>
</penotype-list>
<finterpretation>

<hla locus="A">
<amplification=

<sbt method="5M3" segment="Exon" segment-number="1" allele-
number="1">ATGGCCGTCATGGUGLCCCGAACCCTOGTCCTGLTACTCTCGGGGGITCTG GLCCTGACCCAGACCTG GGG G/
shi=

<sbt method="5M5" segment="Exon" segment-number="1" allele-
number="2">ATGGCCGTCATGGCGCCCCGAACCCTCCTCCTGCTACTCTTGGGGGCCCTGGCOCTGACCCAGACCTGGGCGG/
sbi=

<sbt method="5M5" ment="Exon” segment-number="2" allele-
number="1">=GCTCT CATGAGGTATTITCTTCACATCCGTGTOLOGGCCOG GG GGG GAGCCCOGLTTCATOGCAGTGG

GCTACGTGGACGACACGCAGTTCGTGCGOTTOGACAGCOACGCCOOGAGCCAGAGOATOGAGCCGLGGGOGCCCTGGATAGA
GCAGGAGGGTCCGGAGTATTGOGACGEOGAGACALGGAAAGTEAAGGUCCACTCACAGACTCACCGAGTEGACCTOGGGACT
CTGCGCGGCTACTACAACCAGAGCGAGGCOG/sb>

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="2">GCTCCCACTCCATGAG GTATT TCACCACATCCGTETOOCGECCOGECUaaGEEAGCCCOGUTTCATOGOOGTGR
GCTACGTGGACGACACGCAGTTCGTGCGGTTCGACAGLGACGCLGUGAGLCAGAGGATGG AGCCGLGGEOGCLGTGGATAGA



GCAGGAGGGECOGEAGTATTGGGACDEGAACACACG GAATETGAAGGCCCACTCACAGATT CACCGAGTGGACCTGGGGACT
CTGCGOGGCTACTACAACCAGAGCGAGGCCG</sbt>

=sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1">GTTCTCACACCGTCCAGAGGATGTATGGCTGLGACGTEEEG TOGGACTGG OGCTTCCTOCGCGGGTACCACCAG
TACGCCTACGACGGCAAGGATTACATCGLCCTGAAAGAGGACCTGOGCTCTTGGACCGCGECEGACATGGCAGCTCAGACCACC
AAGCACAAGTGGGAGGLGGCCCATGTGRCGEAGCAGT TGAGAGCCTACCTGGAGEGCACGTGUGTGGAGTGGCTODGCAGAT
ACCTGGAGAACGGGAAGGAGACGCTGCAGCGCACG G /sht >

«=sbt method="5M35" segment="Exon" segment-number="3" allele-
number="2">GTTCTCACACCATCCAGATGATGTATGGCTG OGACGTGEEETCGGACGEGLGCTTCCTCOGOGGATACCAGCAG
GACGCCTACGACGGCAAGGATTACATCGCCTTGAACGAGEACCTGCELTCTTGGACCGOG GOGGACATGGCGGCTCAGATCACT
CAGCGCAAGTGGGAGGLGGULCGTETGGLGGAGCAGTTGAGAGCCTACCTGGAGGGCACGTGCGTGG AGTGGCTCCGCAGAL
ACCTGGAGAACGGGAAGGAGACGCTGLAGCGUACG G /shi>

<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="1">ACGCCCCCAAMCGCATATGACT CACCACGCTGTCTCTGACCATGAAG CCACCCTGAGGTGCTGGGCCCTGAGCT
TCTACCCTGLGGAGATCACACTGACCTGGCAGCGGGATGGEGAGGACCAGACCCAGGACACGGAGCTCGTGGAGACCAGGCCT
GCAGGGGATGGAACCTTCCAGAAGTGEGLGGECTGTGGTGETGCCTTCTGEACAGGAG CAGAG ATACACCTGCCATGTGCAGCA
TEAGGGTTTGCOCCAAGCCCCTCACCCTGAGATGGG < sk

<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="2"=ACC0CCCCAGGACGCATATGACTCACCACGCTGTCTCTGACCATGAGG CCACCCTGAGGTGCTGGGCCCTGAGCT
TCTACCCTGOGGAGATCACACTGACCTGECAGCGGGATGOG GAGGACCAG ACCCAGGACACGGAGCTOG TGO AGACCAGGCLT
GOAGGGGATGEAMCCTTCCAG AAGTGEGCGTCTETGETGATEOCTTCTGEACAGGAGCAGAGATACACCTGOCATGTGCAGCA
TEAGGGTCTCOCCAAGCOCCTCACCCTGAGATGEG < fsht

<sbt method="5M35" segment="Exon" segment-number="2+3" allele-
number="1"=AGGATGGAGLOGCGEGECGE COGTEGATAGAGCAGE AGGETCLGGAGTATTGGGALG G GGAGACACGGAMAGT
GAAGGCCCACTCACAGACTCACCGAGTOGACCTGEGGACCITEOGCGEETACTACAACCAGAGCGAGGCCGETTCTCACACCGT
COAGAGGATGTATGGCTECGACGTGGEGTCGEACTGGCGCTTCCTCOCGCGEGTACCACCAGTACGCCTACGACGGCAAGGATT
ACATOGCCCTGAAMGAGGACCTGLGLTCTTGGACCGOGGIGGEA sht>

<sht method="5M5" segment="Exon"” segment-number="2+3" allale-
number="2">=AGCATGGAGCOGLEGECGCOGTEEATAGAGCAGEAGGEGLLGGAGTATTGGGACCGGAACACACGGAATETG
ANGGCCCACTCACAGATTGACCOAGTOEACCTGEGOACCCTGEGCOGLTACTACAACCAGAGCGAGGCCGOTTCETCACACCATC
CAGATGATGTATGGCTGCGACGTOGGGTOOGACGGGUGLTTCCTCCGCGGGTACCAGCAGGACGOCTACGALGGCAAGGATTA
CATCGCCTTGAACGAGGACCTGCGCTCTTGGACCGOGGLGGEA sht>

<famplification>

</hla>

<hla lotus="8">

<amplification=

=shbt method="5M5" segment="Exon" segment-number="2" allele-

number="1">GCTCCCACTCCATGAGG TATT TCTACACCGCOGTGTCCCOGUUOGGCGUGGOaAGTLCCGCTTCATC TCAGTGG
GCTACGTGGACGACACGCAGTTCGTGAGG TTCGACAGCGACGOLGCGAGTOCGAGAGAGGAGLOGCGGECGLOGTGGATAGA
GCAGGAGGGGLCGEAATATTGGGACCGGAACACACAGATCTGCAAGACCAACACACAGACTGACCGAGAGAGUCTGLGGAAC
CTECGOGGCTACTACAACCAGAGLGAGGLDG/shi>

<shbt method="5M35" segment="Exon" segment-number="2" allele-
number="2"=GCTCCCACTCCATGAGGTATTTCTACACCGCCATGTCCOGECCOGGOOGCGGGEAGCCCCGCTTCATCGCAGTGGR
GCTACGTGGACGACACCCAGTTCGTGAGGTTCGACAGCGACGCCGCEAGTOCGAGGATGGLGLOCOGGGLGCCATGGATAGAG
CAGGAGGGGLCGGAGTATTGGGACCGGGAGACACAGATCTCCAAGACCAACACACAGACTTACCGAGAGAGCCTGCGGAMCCT
GOGOGGCTACTACAACCAGAGCGAGGOCG/sbt>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1">GGTCTCACACCCTCCAGTEGATGTATGGCTGCGACGTGEEELCGGACGEGLGLCTCCTCOGCGEGTATAACCAG
TTCGCCTACGACGGCAAGGATTACATCGOCCTGAACGAGGACCTGAG CTOLTGGALCGUGGIGGACACOGUGELTCAGATCACT
CAGCGCAAGTEEGAGGOGGCCCGTEAGGOGGAGCAGCTEAGAGCCTACCTGGAGGECADG TGO TGGAGTGECTOOGCAGAC
ACCTGGAGAACGGGAAGGAGACGCTGCAGIGLGUGG<fsht>

<s5bt method="5M35" segment="Exon" segment-number="3" allele-

number="2">GGTCTCACACCCTCCAG AGGATGTACGGCTGCEACGTGGGGCCGEACGGELGLCTCCTCOGCOGGCATGACCA
GTCCGCCTACGACGGLAAGGATTACATCGCCCTGAAC GAGGACCTGAGLTCCTGGACCGCGGECGGACALGGLGECTCAGATCA
COCAGOGCAAGTGGGAGGCEGCCCGTEAGGLGEAGCAGTEEAGAGCCTACCTGEAGGECCTGTGOGTOGAGTEGCTCCGCAG
ATACCTGGAGAACGGGAAGGAGACGCTGCAGCGOGOGG</sht>




<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="1">ACCCCCCAAMGACACATGTGACCCACCACCCCATCTCTGACCATGAGGCCACCCTGAGGTGCTGGGCCCTGGGLT
TCTACCCTGOGGAGATCACACTGACCTGGCAGCGGGATGGCGAGGACCAAACTCAGGACACCGAGCTTGTGGAGACCAGACCA
GCAGGAGACAGAACCTTCCAGAAG TG GGCAGCTETGGTGETGLCTTCTGGAGAAGAG CAGAGATACACATGCCATGTACAGTA
TEAGGGGCTGCCGAAGCCCCTCACCCTGAGATG GG /sbt>

<sbt method="5M5" segment="Exon" segment-number="4" allele-
number="2"=ACC0CCCAAAMGACACATETGACCCACCACCCCATCTCTGACCATGAGGLCACCCTGAG GTECTG GECCCTGEGEIT
TCTACCCTGOGGAGATCACACTGACCTGGCAGLGGGATGGLGAGGACCAAACTCAGGACACCGAGCTTGTGG
AGACCAGACCAGCAGGAGATAGAACCTTCCAG AAGTGEGCAGCTCTGOTGGTGCCTTCTGCAGAAGAGCAGAGATACACATGC
CATGTACAGCATGAGGGGCTGCCGAAGCCCCTCACCCTGAGATGG G/ sbt >

<sbt method="5M5" segment="Exon" sepment-number="2+3" allele-
number="1">GTTCGACAGCGACGLOGCGAGTCLGAGAGAGGAGLLGCGGGLG UG TOGATAGAGCAGGAGGGGLCGGAATA
TTGEGGACCGOAACACACAGATCTOCAAGACCAACACACAGACTGACCGAGAGAGLCTECGGAALCTGUGOGGCTACTACAACT
AGAGCGAGGCCGGETCTCACACCCTCCAGTGGATGTATGELTECOACGTEEGGLCCEACGGELGLITCCTCCGOOGGTATAAL
CAGTTOGCCTACGACGGLAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGCGOIGGAL/sbt>

<sbt method="5M5" segment="Exon" segment-number="2+3" allele-
number="2">GTTCGACAGCGACGLOGCGAGTCOGAGGATGECGCCCCGGGUGLCATGGATAGAGCAGGAGGGGCUGGAGTA
TTGGEACCOGGAGACACAGATCTCCAAGACCAACACACAGACTTACCGAGAGAGCCTGCGGAACCTGCGOGGCTACTACAALCCA
GAGLGAGGLCGGETCTCACACCCTCCAGAGGATGTACGGCTGCGACGTGEGGLCGGACGGELGCCTCCTCCGCGGGCATGALT
AGTCCGCCTACGACGGCAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGOGGLGGAC /sht >
<sub-amplification

<sbt method="5M5" segment="Introen" segment-number="1" allele-
number="2">GGCGCAGGACCCGGGGAGICGCGCOGGGAGGAGGGTCGGGCGGGTCTCAGCCCCTCCTCGCCCCCAG S sh>
=/sub-amplification=

<famplification=

</hla=

<hla botus="C"=»

<amplification=

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="1">GCTCCCACTCCATGAGGTATTTCTACACCGCTGTGTCCCGGCCCGGCCGCGGGGAGCCCCACTTCATCGCAGTGG
GCTACGTOGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCOGLGAGTCOGAGAGGGGAGLCGCGGGOEOOGTEGGTOGA
GCAGGAGGGEGCOOGAGTATTGGGACCGEGAGACACAGAAGTACAAGCGCCAGGCACAG ACTGACCGAGT GAGCCTGOGGAAC
CTGCGOGGOTACTACAACCAGAGCGAGGLDG/sht>

<5bt method="5MS" segment="Exon" segment-number="2" allele-

number="2">GCTCOCCACTCCATGAGG TATT TCTACACCGCOOTGTCCCGECODGGLCGUEGAGAGCCCCGLTTCATCGCAGTGG
GCTACGTGGACGACACGCAGTTCGTGCAGTTCGACAGLGACGLCGLGAGTOCAAGAGGEGAGLCGCGGELGLIGTGOGTGGA
GCAGGAGGGGLCGGAGTATTGGGACCGGGAGACACAGAAGTACAAGCGCCAGGCACAGACTGACCGAGTGAGCCTGCGGAAL
CTGCGUGGLTACTACAACCAGAGCGAGGLUG /sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-

fumber="1">GGTCTCACATCATCCAG AGGATGTATGGCTGOGACGTGEGGUOOGACGGGUGLCTCCTOOGOGGGTATGACCAG
TACGCCTACGACGGLAAGGATTACATCGCOCTGAACGAGGATCTGOGCTCCTGGACCGLOGLGGACACGGLGGLTCAGATCACC
CAGCGCAAGTGECAGGLGELICGTEAGGUGEAGCAGCTGAGAGDCTACCTGGAGGGLCTGTOUGTGGAGTGGCTCOGCAGAT
ACCTGAAGAATGGGAAG GAGACGCTGCAGCGCGLGG./sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="2">GGTCTCACACCCTCCAGAGGATGTATGECTGCGACCTGGGGLCCGACGGGCGCCTCCTCCGCGGGTATAACCAG
TTOGLCTACGACGGUAAGGATTACATCGCOCTGAATGAGGALCTGLGLTCCTGGACCGLOGUGGACAAGGLGGLTCAGATCACC
CAGCGCAAGTGGGAGGLGGLCCGTGAGGLGGAGCAGCGGAGAGCCTACCTGEAGGGCACGTOCATOGAGTGGCTCOGCAGA
TACCTGGAGAACGGGAAGAAGACGLTGCAGCGLGLGE< sbt>

<sht method="5M5" segment="Exon" segment-number="4" allels-
number="1">AACACCCAAAGACACACGTCGACCCACCATCCCGTCTCTG ACCATCAG GCCACCCTGAGGTGCTGGECCCTGG LT
TCTACCCTGOGGAGATCACACTGACCTGGCAGTGGGATGGG GAGGACCAAMACTCAGGACACTGAGCTTGTGE
AGACCAGGCCAGCAGGAGATGGAACCTTCCAGAAGTGGCCAGCTGTGGTOOTGCLTTCTGGAG AAGAGCAGAGATACACGTG
CCATGTGCAGCACGAGGGGCTGCOGGAGCCCCTCACCCTGAGATGGG/sbt>

«<sht method="5M3" segment="Exon" segment-number="4" allele-
number="2">AACACCCAAAGACACACGTGACCCACCATCCCGTCTCTG ACCATGAG GCCACCCTGAGGTGCT GGG CCCTG GGLT
TCTACCCTGOGGAGATCACACTGACCTGGCAGCGGGATGGCGAGGACCAAACTCAGGACACCGAGLTTGTGGAGACCAGGLCA



GCAGGAGATGGAACCTTCCAGAAG TGEGCAGCTG TG TG GTGCCTTCTGEAGAAGAG CAGAGATACACGTGCCATGTGLAGCA
CGAGGGGCTGOCAGAGCCCCTCACCCTGAGATGGG </ sbt>

=sbt method="5M5" segment="Exon" segment-number="7" allele-
number="1">CCAGCAACAGTGCCCAGGGUTCTGATGAGTCTCTCATCGCT TG TAAAG /sbt >

<s5bt method="5M5" segment="Exon" segment-number="7" allele-
number="2">CCAGCAACAGTGCCCAGGGCTCTGATGAGTCTCTCATCGOT TG TAAAG </ sht >

<s5bt method="53M35" segment="Exon" segment-number="2+3" allele-
number="1"=AGGAGGEGCOGGAGTATTGGGACCGGGAGACACAGAAGTACAAGCGCCAGGLACAGACTGACCGAGTGAGCT
TGCGGAACCTGOGCGGCTACTACAACCAGAGCGAGECCGEETCTCACATCATCCAGAGGATGTATGGCTGCGACGTGGGGECCC
GACGGGOGLCTOCTCOGOGGG TATGACCAGTACGCCTACGACGGLAAGGATTACATCGCOCTGAACGAGGATCT < sbi >

<sbt method="5M5" segment="Exon" sepment-number="2+3" allele-
number="2">AGGAGGEEGCOGGAGTATTGGEACCGGGAGACACAGAAGTACAAGCGCCAGGLACAGACTGACCGAGTGAGCD
TECGGAALCTGOGCGGCTACTACAACCAGAGCGAGGLLGGOTCTCACACCCTCCAGAGGATATATGGCTGCGACCTGGGGCCC
GACGGGOGCCTCCTCCGCGGGTATAACCAGTTCGCCTACGACGGCAAGGATTACATCGCCCTGAATGAGGACCT < /sbt>
=farmplification>

< /hlaz

<hla locus="DREL">

<amplification=

=<sbt method="5M35" segment="Exon" segment-number="2" allele-

number=s"1"=CACGTTTCT TG TGGCAGCT TAAGTTTGAATGTCATT TCTTCAAT G GEACGGAGLGEETELEGTTGCTGOAAMGAT
GCATCTATAACCAAGAGEAGTCCGTGCGCTTOGACAGCGACGTAGGGGEAGTACCGELOGETEACGEAGCTGREGIGGLCTGA
TEOCGAGTACTGGAACAGCCAGAAGGACCTCCTGEAGCAGAGG UGG GLCGCGGTGGACACCTATTGCAGACACAACTACGGG
GCTGTGGAGAGCTTCACAGTGCAGCGGCGAGS/ sbt>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1">TTGAGCCTAAGGTGACTGTGTATCCT TCAAAGAC CCAGC COCTGCAGCACCACAACCTCCTGGTCTGCTCTGTGA
GTEGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGTTCCGGAACGGCCAGGAAGAGAAGGCTGEGETGGTGTCCACAGECCTG
ATCCAGAATGGAGATTGGACCTTCCAGACCCTGETGATGCTGGAAACAGTTCCTCGEAGTGG AGAGGTTTACACCTGOCAAGTG
GAGCACCCAAGTGTGACGAGCOCTCTCACAGTGGAATGGAS /sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="2">TCTATCCTGAGGTGACTGTGTATCCTGCAAAGACCCAGCCCCTGCAGCACCACAACCTCCTGGTCTGCTCTGTGAA
TEETTTCTATCCAGGCAGCATTC AAGTCAGETGOTTCCGGAADGECCAGGAAGAG AAGACTOGOOTOGTETOCACAGGIITGA
TCCAGAATGGAGACTGEACCTTCCAGACCCTGETGATGCTGEAAMCAGTTCCTCGGAGTEGAGAGETTTACACCTGCCAAGTGG
AGCACCCAAGCCTGACGAGCCCTCTCACAGTGOAATGEA /shit s

<s5bt method="5MS" segment="Exon" segment-number="2" allele-

number="2" > ACGTTTCTTGCAG CAGGTTAAACATGAGTGTCATTTCT TCAALGGGACGGAGLEGGTGLGGTTCCTGGACAGA
TACTTCTATCACCAAG AGGAGTACGTGCGCTTCOACAGOGACGTOGEEGAGTACCGLGLGETEACGGAGCTGOGGLGELCTGA
TECCGAGTACTGGAACAGCCAGAAGGACCTCCTGEAGCAGAAGC GGG LOGOGGTEGACACCTACTGCAGACACAMCTACGGSG
GTTGGTGAGAGCTTCACAGTGLAGLGGCGAGS sbt>

<famplification:=

</hla>

<hla locus="DRB4">

<amplification>

<sbt method="5M3" segment="Exon" segment-number="2" allele-
number="1">CACGTTTCTTGGAGCAGGLTAAGTGTGAGTGTCATTTCCTCAATGG GACGGAGCGAGTGTGGAACCTGATCAGA
TACATCTATAACCAAGAGGAGTACGCGCGCTACAACAGTGACCTGGGEEAGTACCAGGCGGTEALGGAGCTGEEEIGGCCTS
ACGCTGAGTACTGGAACAGCCAGAAGGACCTCCTGGAGLGEAG GGG GLLGAGETEGACACCTACTGCAGATACAACTACGG
GOTTGTEGACAGCT TCACAGTGCAGCGGCGAG sht>

=sbt method="5M35" segment="Exon" segment-number="3" allele-
number="1">TCCAACCTAAGGTGACTGTGTATCCTTCAAAG ACCCAGCCOCTECAGCACCACAACCTCCTGGTCTGCTCTGTGAA
TGETTTCTATCCAGGCAGCATTGAAGTCAGGTGOTTCOG GAACGGCCAGGAAG AGAAGGLTGGEETEGTGTCCACAG GCCTGA
TCCAGAATGGAGACT GGACCTTCCAGACCCTGETGATGCTGGAAMCAGTTCCTCGGAGTOGAGAGGTTTACACCTGCCAAGTGG
AGCATCCAAGCATGATGAGCCCTCTCACGGTGCAATGGA</sbt>

<sub-amplification=

=sht method="5M3" segment="Intron+Exon™ segment-number="1+2" allele-
number="1">GCACGTTTCTTGGAGCAGGCTAAGTGTGAGTGTCATTTCCTCAATGGGACGGAGLGAGTGTGGAACCTGATCAG
ATACATCTATAACCAAGAGGAGTACGOGCGITACAACAGTGACCTGGEGGAGTACCAGGCGETGACGGAGLTGGEGCGEICT




CAACATCTTTCCTCCTG TG GTCAACATCACATG GETGAGLAATGGGCAGTCAG TCACAGAAG GTGTTTCTGAGACCAGITTCCTCT
COAAGAGTGATCATTCCTTCT TCAAGATCAGTTACCTCACCTTCCTCCOTTCTGCTGATGAGATTTATGACTGCAAGGTGGAGCAL
TEEGELLTGEACCAGCCTCTTCTGAAACACTG GG/ sht>

<sht method="5M5" segment="Exon" segment-number="3" allele-

number="2" =46 GTTOCTGAGGTCACAGTGTTTITCCAAG TCTCCCGTGACACT GGG TCAGCCCAACACCCTCATCTGTCTTGTGGA
CAACATCTTTCCTCCTG TG GTCAACATCACCTGGCTGAGCAATG GGCACTCAGTCACAGAAGGTGTTICTGAGACCAGCTTCCTCT
COAAGAGTGATCATTCCTTCT TCAAGATCAGTTACCT CACCTTCCTCCCTTC TGO TGATGAGATTTATGACTGCAAGGTGGAGCAL
TEEGGLLTGEATGAGCCTCTTCTGAAACACTGGE sht>

<amplification=

</hla=

<hla locus="DPAL">

=amplification=

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="1">CGGACCATGTGTCAACTTATGCCGCGTTTGTACAGACGCATAGACCAACAGGGGAGTTTATGTITGAATTTGATG
AMGATGAGATGTTCTATGTGGATCTGGACAAGAAGGAGACCGTCTGGCATCTGGAGGAGTTTGGLCAAGLCT
TITCCTITGAGGCTCAGGGCGGGLTEGGCTAACATTGCTATATTGAAC AACAACTTGAATACCTTGATCCAGCGTTCCAACCACALT
CAGGCCACCAACG</sht>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1"=ATCCCCCTGAGGTGACCGTGTTTCOCAAGGAGCCTGTGGAGCTGGGCCAGCCCAACACCCTCATCTGCCACATTG
ACAAGTTCTTCOCACCAGTECTCAACGTCACG TOGCTO TG CAACGGGEGAGCTGETCACTGAGGGTETOG CTGAGAGCCTCTTOCT
GOOCAGAACAGATTACAGCTTCCACAMGTTCCATTACCTGACCTTTGTGCOCTCAGCAGAGGACTTCTATGACTGCAGGGTGGAG
CACTGGGGCTTGGACCAGOOGCTCCTCAAGCACTG GG sbt>

<famplification>

<fhla>

<ftyping=>

< sample>

</project>

</hgx>



GACGCTGAGTACTGGAACAGCCAGAAGGACCTCCTGGAGCOGAGGCGGGOCGAGETEGACACCTACTGCAGATACAACTACG
GGEGTTETGGAGAGCTTCACAGTGCAGCGGCGAGS sht>

</sub-amplification=

< famplification>

</hlax

<hla locus="DOB1">

<amplification=

«s5bt method="5M35" segment="Exon" segment-number="2" allele-

number="1"=AGGATTTCGTGTACCAGTTTAAGG GCATGTGLTACTTCACCAADG GRACGGAGCGLGTGCOTCTTATGACCAGA
TACATCTATAACCGAGAGGAGTACGCACGCTTCGACAGCGACGTGG GEETETATCGGECEGTEACGLCGCTGGGGLCGCCTGC
CEOCGAGTACTGGAACAGCCAGAAGG AAGTCCTGGAGAGGACCOGEGLGGAGTTGGACACGETGTGCAGACACAACTACCAG
TTGGAGCTCCGCACGACCTTGCAGCGGOGAG s>

<sbt method="5M5" segment="Exon" segment-number="2" allele-
number="2">AGGATTTCGTGTACCAGTTTAAGGGCCTGTGCTACTTCACCAACGGGACGGAGCGOGTGCGGGETEGTGACCAGA
CACATCTATAACCGAGAGGAGTACGTGOGCTTCEACAGCGACGTGGGEEETGTACCGEGLAGTGACGOOGLAGGGGLGECCTGT
TGOCGAGTACTGGAACAGCCAGAAGGAMGTCCTGEAGGGEGLCCG GECETCEETEGACAGGGTGTGCAGACACAACTACGAG
GTGGCGTACCGCGGGATCCTGCAGAGGAGAG s>

<sbt method="5M5" segment="Exon" segment-number="3" allele-
number="1">TGGAGCCCACAGTGACCATCTOCCCATCCAGGACAGAGGCOCTCAACCACCACAACCTGCTGETCTGUTCAGTGA
CAGATTTCTATCCAGCCCAGATCAAAGTCCG GTGATTTCG GAATGACCAGGAGGAGACAACTGGCGTTG TGTCCACCCCCCTTAT
TAGGAACGGTGACTGGACCTTCCAGATCCTGGTGATGCTGGAAATGACTCCCCAGCGTGGAGACGTCTACACCTGCCACGTEGA
GCACCCCAGOCTCCAGAACCCCATCATCGTGGAGT GG L fsbt =

<sbt method="5M35" segment="Exon" segment-number="3" allale-
number="2">TGGAGCCCACAGTGACCATCTCCCCATCCAGGACAGAGGLOCTCAACCACCACAACCTGCTGATCTGLTOGGTGA
CAGATTTCTATCCAAGCCAGATC AAAGTCCGGTGETTICGGAATGATC AGGAGGAGACAGCCGGCGTTGTGTCCACCCCCCTCAT
TAGGAA GETGACTGGACCTTCCAGATCCTGGTGATGCTGGAAATGACTOCCCAGCGTGGAGATGTCTACACCTGOCACGTGGA
GLACCCCAGUCTOCAGAGCCCCATCACCGTGGAGT GG fsbit>

<famplification=

</hla>

<hla locus="DPB1">

<amplification>

<sht method="5M5" segment="Exon" segment-number="2" allele-
number="1">AGAATTACCTTTTCCAGGGACGGCAGGAATGCTACGCGTTTAATGGGACACAGCGCTTCCTGGAGAGATACATCT
ACAACCGGEAGGAGTTCGCGCGCTTCGACAG CGACGTGGEEEAGTTCCG GO UGGTEACGEAGCTGEG G CEELCTGITGGEA
GTACTGGAACAGCCACAAGGACATCCTGCAGGAGAAGLEGGCAGTEOLGCACAGGATETECAGACACAACTACGAGCTGGGE
GGGCCCATGACCCTGCAGCGCCGAGS sht>

=shbt method="5M5" segment="Exon" segment-number="3" allele-
fumber="1">CCTCCAAGAAGGEGUCCTTGCAGCACCAC AACCTGCTTGTCTGCCACGTGACGGATTTCTACCCAGGCAGCATTC
AAGTOCGATGGETTCCTGAATGGACAGGAGGAAACAGCTGEGETCG TG TCCACCAACCTGATCCGTAATGGAGACTGGACCTTCC
AGATCCTGGTGATGCTGGAAATGACCCCCCAGCAGGGAGATGTCTACACCTGUCAAGTGGAGCACACCAG CCTGGATAGTCCTG
TCACC</sht>

<famplifications

</hla>

<hla loecus="D0OAL">

<amplifications

<sbt method="5M5" segment="Exon" segment-number="2" allele-

number="1"=CTGACCACGTTGCCTCT TG TG GTETAAACT TG TACCAGTT T TACGGTCCCTC TG GUCAGTACACCCATG AATTTGA
TEEAGATGAGGAGTTCTACGTGGACCTGGAGAGGAAGGAGACTGCCTGGCGGTEGCCTGAGTTCAGCAAATTTGGAGGTTITG
ACCCGCAGGGTGCACTGAGAAACATGGCTGTGECAAAACAC AACT TGAACATCATGATTAAACGCTACAACTCTACCGCTGLTALC
CAATG</sbt>

<sbt method="5M5" segment="Exon" segment-number="2" allele-

number="2">CTGACCATGTTGCCTCT TAC GETGTAAACTTGTACCAGTCTTATGGTCCCTCTG GG CAGTACAGCCATGAATTTGA
TEEAGACGAGGAGTTCTATG TGGACCTGGAGAGGAAGGAGACTGTCTGG CAGTTGCCTCTGTTCOGCAGATTTAGAAGATTTGA
COCGCAATTTGCACTGACAAACATCGCTOTGCTAAAACATAACTTGAACATOGTGATTAAACGCTCCAACTCTACCGCTGCTACCA
ATG=</sbi>

<sbt method="5M5" segment="Exon" sepment-number="3" allele-
number="1">=AGGTTCCTGAGGTCACAGTGTTTTCCAAGTCTCCCGTGACACT GGG TCAGCCCAACACCCTCATITGTCTTGTGEA




